
GO:0000002
mitochondrial genome...

1
0 / 1

GO:0000003
reproduction

1
0 / 5

GO:0000012
single strand break ...

1
0 / 1

GO:0000060
protein import into ...

1
0 / 1

GO:0000075
cell cycle checkpoin...

1
0 / 2

GO:0006139
nucleobase−containin...

1
0 / 11

GO:0006259
DNA metabolic proces...

1
0 / 7

GO:0006281
DNA repair

1
0 / 4

GO:0006605
protein targeting

1
0 / 4

GO:0006606
protein import into ...

1
0 / 4

GO:0006725
cellular aromatic co...

1
0 / 11

GO:0006807
nitrogen compound me...

1
0 / 11

GO:0006810
transport

1
0 / 8

GO:0006886
intracellular protei...

1
0 / 4

GO:0006913
nucleocytoplasmic tr...

1
0 / 4

GO:0006950
response to stress

1
0 / 12

GO:0006974
cellular response to...

1
0 / 5

GO:0006996
organelle organizati...

1
0 / 9

GO:0007005
mitochondrion organi...

1
0 / 3

GO:0007049
cell cycle

1
0 / 7

GO:0008104
protein localization

1
0 / 7

GO:0008150
biological_process

1
0 / 14

GO:0008152
metabolic process

1
0 / 13

GO:0009987
cellular process

1
0 / 14

GO:0015031
protein transport

1
0 / 6

GO:0016043
cellular component o...

1
0 / 12

GO:0016482
cytoplasmic transpor...

1
0 / 5

GO:0017038
protein import

1
0 / 4

GO:0022402
cell cycle process

1
0 / 5

GO:0033036
macromolecule locali...

1
0 / 7

GO:0033365
protein localization...

1
0 / 5

GO:0033554
cellular response to...

1
0 / 10

GO:0034504
protein localization...

1
0 / 4

GO:0034613
cellular protein loc...

1
0 / 6

GO:0034641
cellular nitrogen co...

1
0 / 11

GO:0043170
macromolecule metabo...

1
0 / 13

GO:0044237
cellular metabolic p...

1
0 / 13

GO:0044238
primary metabolic pr...

1
0 / 13

GO:0044260
cellular macromolecu...

1
0 / 13

GO:0044699
single−organism proc...

1
0 / 14

GO:0044710
single−organism meta...

1
0 / 11

GO:0044744
protein targeting to...

1
0 / 4

GO:0044763
single−organism cell...

1
0 / 14

GO:0044765
single−organism tran...

1
0 / 7

GO:0045184
establishment of pro...

1
0 / 6

GO:0046483
heterocycle metaboli...

1
0 / 11

GO:0046907
intracellular transp...

1
0 / 6

GO:0050896
response to stimulus

1
0 / 14

GO:0051169
nuclear transport

1
0 / 4

GO:0051170
nuclear import

1
0 / 4

GO:0051179
localization

1
0 / 10

GO:0051234
establishment of loc...

1
0 / 8

GO:0051641
cellular localizatio...

1
0 / 7

GO:0051649
establishment of loc...

1
0 / 6

GO:0051716
cellular response to...

1
0 / 13

GO:0070727
cellular macromolecu...

1
0 / 6

GO:0071702
organic substance tr...

1
0 / 6

GO:0071704
organic substance me...

1
0 / 13

GO:0071840
cellular component o...

1
0 / 12

GO:0072594
establishment of pro...

1
0 / 4

GO:0090304
nucleic acid metabol...

1
0 / 11

GO:1901360
organic cyclic compo...

1
0 / 11

GO:1902578
single−organism loca...

1
0 / 7

GO:1902580
single−organism cell...

1
0 / 5

GO:1902582
single−organism intr...

1
0 / 6

GO:1902593
single−organism nucl...

1
0 / 4

GO BP DAG analysis



GO:0000166
nucleotide binding

1
0 / 9

GO:0000287
magnesium ion bindin...

1
0 / 1

GO:0000975
regulatory region DN...

1
0 / 2

GO:0000976
transcription regula...

1
0 / 2

GO:0000977
RNA polymerase II re...

1
0 / 2

GO:0001012
RNA polymerase II re...

1
0 / 2

GO:0001067
regulatory region nu...

1
0 / 2

GO:0003674
molecular_function

1
0 / 15

GO:0003676
nucleic acid binding

1
0 / 8

GO:0003677
DNA binding

1
0 / 8

GO:0003690
double−stranded DNA ...

1
0 / 3

GO:0005488
binding

1
0 / 15

GO:0036094
small molecule bindi...

1
0 / 9

GO:0043167
ion binding

1
0 / 11

GO:0043169
cation binding

1
0 / 4

GO:0043565
sequence−specific DN...

1
0 / 3

GO:0044212
transcription regula...

1
0 / 2

GO:0046872
metal ion binding

1
0 / 4

GO:0097159
organic cyclic compo...

1
0 / 12

GO:1901265
nucleoside phosphate...

1
0 / 9

GO:1901363
heterocyclic compoun...

1
0 / 12

GO:1990837
sequence−specific do...

1
0 / 2

GO MF DAG analysis



GO:0000109
nucleotide−excision ...

1
0 / 1

GO:0000139
Golgi membrane

1
0 / 3

GO:0000145
exocyst

1
0 / 1

GO:0000228
nuclear chromosome

1
0 / 3

GO:0000428
DNA−directed RNA pol...

1
0 / 1

GO:0005575
cellular_component

1
0 / 14

GO:0005622
intracellular

1
0 / 14

GO:0005623
cell
1

0 / 14

GO:0005634
nucleus

1
0 / 10

GO:0005694
chromosome

1
0 / 3

GO:0005737
cytoplasm

1
0 / 12

GO:0005794
Golgi apparatus

1
0 / 4

GO:0005938
cell cortex

1
0 / 1

GO:0012505
endomembrane system

1
0 / 6

GO:0016020
membrane

1
0 / 9

GO:0030880
RNA polymerase compl...

1
0 / 1

GO:0031090
organelle membrane

1
0 / 3

GO:0031974
membrane−enclosed lu...

1
0 / 8

GO:0031981
nuclear lumen

1
0 / 7

GO:0032991
macromolecular compl...

1
0 / 10

GO:0043226
organelle

1
0 / 12

GO:0043227
membrane−bounded org...

1
0 / 12

GO:0043228
non−membrane−bounded...

1
0 / 4

GO:0043229
intracellular organe...

1
0 / 12

GO:0043231
intracellular membra...

1
0 / 12

GO:0043232
intracellular non−me...

1
0 / 4

GO:0043233
organelle lumen

1
0 / 8

GO:0043234
protein complex

1
0 / 10

GO:0044422
organelle part

1
0 / 10

GO:0044424
intracellular part

1
0 / 14

GO:0044428
nuclear part

1
0 / 8

GO:0044431
Golgi apparatus part

1
0 / 3

GO:0044444
cytoplasmic part

1
0 / 11

GO:0044446
intracellular organe...

1
0 / 10

GO:0044448
cell cortex part

1
0 / 1

GO:0044464
cell part

1
0 / 14

GO:0061695
transferase complex,...

1
0 / 3

GO:0070013
intracellular organe...

1
0 / 7

GO:0071944
cell periphery

1
0 / 9

GO:0098588
bounding membrane of...

1
0 / 3

GO:0099568
cytoplasmic region

1
0 / 2

GO:1902494
catalytic complex

1
0 / 4

GO:1990234
transferase complex

1
0 / 4

GO:1990391
DNA repair complex

1
0 / 1

GO CC DAG analysis


